Molecular detection of respiratory viruses was initiated in the Laboratory of Microbiology of OLVZ Aalst, Belgium, in 2003 with the detection of human metapneumovirus (hMPV) and respiratory syncytial virus (RSV). Since then, a constant elaboration of the portfolio was performed resulting in 8 multiplex in house real time PCR\'s that detect 22 respiratory pathogens including viruses (RSV, hMPV, adenovirus, bocavirus, para-influenzavirus (PIV) 1, 2, 3 and 4, Influenza A and B, coronaviruses, enterovirus and rhinovirus) and atypical bacteria (*M. pneumoniae, C. pneumoniae, B. pertussis, parapertussis* and *holmesii*). Samples are mainly obtained from our hospital but also from other hospitals from the Flanders region. On each respiratory sample for which molecular diagnostics for at least one of these pathogens is requested, the complete PCR panel of 22 pathogens is performed. This increases the accuracy of a specific diagnosis, and it also results in "local" epidemiological data. These data are translated into a graphic representation, called the "snotbarometer", which is made available for the hospital staff through the intranet, and on the website of the hospital. The "snotbarometer" consists of a weekly and a monthly report.

In the weekly report, the amount of positive samples for each pathogen separately is depicted in a graph and updated weekly. This presentation gives the physician an idea of the actually circulating pathogens, of the amount of samples analysed in the lab, and the percentage of samples positive for each pathogen.

In the monthly report a seasonal overview is given for the pathogens with epidemiological data available for multiple years, so one can start to extract the characteristic seasonal patterns. Examples are RSV, influenza A and B, PIV1, PIV2, PIV3 and PIV4. This year, Influenza B exceptionally preceded Influenza A which prolonged the influenza season. For other pathogens like adenovirus, bocavirus and *M. pneumoniae* the seasonality is less clear and one can observe a more fluctuating presence. Together, this information is very useful to predict the upcoming viruses.

**Conclusion:** Regional epidemiological data are powerful since they can give useful information to the physician, especially when a weekly follow-up is available.
